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“Fuvery time I go through I'm like, I didn’t notice that one! And in each case, these are
discoveries that we can understand and verify.”
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4 Zf=: Lundberg Lab (Stanford University)
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Al Artificial Intelligence (N T5E)

API Application Programming Interface (M2 )

CRISPR Clustered Regularly Interspaced Short Palindromic Re-
peats

GWAS Genome-Wide Association Study (43 [ 4H B B 70

LLM Large Language Model (CKTUEE S HAY)

RNA Ribonucleic Acid ((ZHEZIR)

DNA Deoxyribonucleic Acid (28 ZHEIZ L)
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